Supplementary Table S1.  Significantly regulated gene lists.  Significant differences in gene expression between the three groups (sterile workers, reproductive workers, and virgin queens) was determined at the 97.5% confidence level using a Bayesian statistical analysis approach (Townsend and Hartl 2002; Grozinger et al. 2003).  This table catalogs the lists of genes found to be significantly up- or downregulated in the pairwise comparisons of the three sample groups.  

Supplementary Table S2. Sequences of primers used in quantitative real-time PCR.  Primers were developed using PrimerExpress software (Applied Biosystems, Foster City, CA). Primer sequences are depicted in the 5’ to 3’ orientation.
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Forward Reverse
BLACK TGGTTCTACGATAGGAGATGGTCTT TGCCAAGCTGATAGCGATACC
CG7509 TGTCCAGCCGGGATCCTT CAACCGATTGAACGCAAAATT
D938 GCCAATCAAMAATAGTGGACATGA TGGAGAAAGATGATCCOTAACTTG
EGFR AATGGAACCAAAGCGAGTAAACA TCCAACGATGTCTITCCTTGAA
elFS8 TGAGTGTCTGCTATGGATTGCAA TCGCGGCTCOTEGTAM
Gnbb. TGATACTTGTATAGCATCTTCGCAAA GTCCAACGTGTCOTATTAAGAGAATC
NCCEG-fike ATGTCCAGCCAAATTCCAAGA CCATCGATAGGCACGAATTGA
Per CACTATGTACGGCAGCGATGAA ACCACTGCTAAGGTTTTCTGCACTA
Sodht CAGACGACGTCGAATTGCAT CCATCCGTGAGCCAAACAC
Telomerase AACGTTCAGATACAGCATTGTGTCA CGCATTGAGAGATGTTTCAGAAGA
Transi TCGAGCAGGTGAGAACAMGE TCGGCAGATCTTTGTGTATCACA
Vg TTGACCAAGACAAGCGGAACT AAGGTTCGAATTAACGATGAAAGC





